
Agenda I
Monday, November 17

8:15 – 9:00 AM
Registration and Poster Session Set Up 
Breakfast

9:00 – 9:15 AM
Welcome | Todd Golub
The secret history of the Broad | Eric Lander

9:15 – 9:45 AM
Keynote | Richard Lifton 
Genes, genomes, and the future of medicine

9:45 – 10:30 AM
First Plenary Session | A Broad Approach 
Chair: Todd Golub

9:45  | Alex Kostic 
Gut bugs, the hygiene hypothesis, and juvenile diabetes 

10:00 | Victor Adalsteinsson 
Whole-exome sequencing of circulating tumor cells provides  
a window into metastatic cancer

10:15 | Kerstin Lindblad-Toh 
Contrasting the evolutionary mechanisms involved in artificial  
and natural selection: From rabbits to fish

10:30 – 11:00 AM
Break

11:00 AM – 12:30 PM
Second Plenary Session | Gene Networks and Cell States 
Chair: Jennifer Moran

11:00 | James Collins 
Paper-based synthetic gene networks

11:15 | Alexandra-Chloé Villani 
Discovery of immune cell populations in humans by single-cell 
RNAseq

11:30 | Ilana Brito 
The Fiji community microbiome project: Mapping mobile 
genes across world populations

11:45 | Mario Suva 
Dissecting (single-)cell state in glioblastoma

12:00 | Amnon Koren 
Genetic variation in human DNA replication timing

12:15 | Manolis Kellis 
Dissecting the regulatory circuitry of non-coding  
variants associated with complex traits

12:30 – 2:30 PM
Lunch

12:45 – 2:15 PM
Breakout Sessions 

Single-Cell Technologies | Room 306 
Leader: Chad Nusbaum

The Broad is pioneering new single-cell technologies and 
applying them to a wide range of topics. Presenters will 
describe current and fundamental technologies for analysis of 
single cells, followed by a panel discussion where new ideas 
and projects can be discussed.

Networking the Broad | Room 309 
Leaders: Alex Burgin, Mary Carmichael and Lukas Karlsson

Want to find someone at the Broad to help you solve a prob-
lem or discuss a new idea? Curious or want to learn about 
a new technology or new capability, but don’t know who to 
talk to? Want to learn about other projects or groups at the 
Broad? Want to find Broadies with similar interests, back-
grounds, or experiences? 

We are all connected to each other, but it’s not always easy 
to see and understand all of those connections in an increas-
ingly diverse and complicated institute. Come and learn 
about a new initiative to map and visualize connections at 
the Broad. This project can be done many different ways, and 
we will brainstorm about how to create technologies that 
will improve the culture and community of the Broad, and 
simultaneously help us execute on increasingly complicated 
scientific projects.
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Broadnext10 | Room 310 
Leaders: Clare Midgley, Aviv Regev and Samantha Singer

Broadnext10 has been a transformational process of evaluat-
ing every aspect of the Broad. Organizationally, we have 
taken a hard look at our ourselves — turned ourselves upside 
down and inside out — finding what is good and where we 
can improve. Scientific-ally, we have been trying to step back 
to look at where we have had scientific impact, and what 
scientific directions we should pursue in the future.

We are now over a year into the process, many of the results 
are emerging, and we are starting to act on those results. 
However, because it has been such a comprehensive analy-
sis, it’s sometimes hard to know about all of the activities, 
and results, and put everything together in context. We will 
therefore host an overview and discussion of Broadnext10. 
Bring your questions and come join the conversation!

Ebola opened: Data sharing and analysis in outbreak 
response  |  Room 311 
Leaders: Pardis Sabeti, Nathan Yozwiak and Danny Park

Genomics can now enable near real-time insight into 
outbreak dynamics, but for full impact the datasets require 
even faster public release than was considered under 
previous data-sharing policies. The current speed with which 
we can now collect clinical and sequence data during 
outbreaks thus requires a renewed commitment to rapid and 
open data sharing and a reconsideration of the researchers’ 
role in outbreaks. We will have an open discussion about the 
history of genomic data-sharing initiatives and an overview of 
data-sharing incentives during the ongoing Ebola epidemic, 
and will consider ideas to promote greater cooperation during 
outbreaks. We hope our discussion will begin to define a new 
set of principles to guide researchers regarding outbreak data 
transparency and analysis. This session is open to all 
members of the Broad community interested in the Ebola 
epidemic and data-sharing policies.

2:30 – 4:00 PM
Third Plenary Session | Models of Disease 
Chair: Steve Carr

2:30 | Anne Clatworthy 
Chemically screening a whole organism for antiinfectives 
reveals a novel pathway involved in innate immunity

2:45 | Diane Shao 
KRAS and YAP1 converge to regulate EMT  
and tumor survival

3:00 | Alexandra Naba 
Dissecting the contributions of the extracellular matrix to 
cancer progression using proteomics

3:15 | Dan Graham 
A tenuous host-microbe relationship: Insights into IBD from 
functional genomics

3:30 | Xiaoyan Robert Bao 
The human metabolic response to mitochondrial dysfunction

3:45 | Randy Platt  
CRISPR-Cas9 knockin mice for genome editing  
and cancer modeling

4:00 – 7:00 PM  
Reception and Poster Session 
Ballroom C and Room 302/304



Agenda II
Tuesday, November 18

8:15 – 9:00 AM
Registration | Breakfast

9:00 – 9:05 AM
Opening Remarks | Todd Golub

9:05 – 10:30 AM
Fourth Plenary Session  
The Genetics and Genomics of Disease 
Chair: Daniel MacArthur

9:05 | Pardis Sabeti 
Genomic surveillance of the 2014 Ebola outbreak 

9:25 | Ashlee Earl 
Rewinding the clock on drug-resistant tuberculosis: 
Implications for global control

9:40 | Kaitlin Samocha 
Leveraging genetic variation from 63,000 exomes to explore 
patterns of functional constraint on human protein-coding 
genes

9:55 | Sidd Jaiswal and Giulio Genovese 
Clonal expansion in blood: An unexpected finding from mining 
whole-exome sequencing data

10:15 | Natassia Vieira 
A novel genetic modifier of Duchenne muscular dystrophy 
phenotype

10:30 – 11:00 AM
Break

11:00 AM – 12:30 PM
Fifth Plenary Session | Big Problems, Bold Science 
Chair: Alex Burgin

11:00 | Niall Lennon 
Clinical research sequencing at Broad: What’s the prognosis?

11:15 | Eliezer Van Allen 
Dissecting response and resistance to cancer therapies 
through clinical sequencing

11:30 | Jimmie Ye 
The Immvar Consortium: Genetic control of the human  
immune response

11:45 | Suzanne Jacobs 
SLC16A11: From disease association to mechanism

12:00 | Michael Serrano-Wu 
Targeting MCL1 for the treatment of cancer

12:15 | Mark Daly  
Progress in psychiatric genetics

12:30 – 2:30 PM 
Lunch

12:45 – 2:15 PM
Breakout Sessions

Is “Gattaca” science fiction, or a harbinger of things to 
come? | Room 312 | Leader: David Altshulter

The fictional movie “Gattaca” seemed very farfetched in 
1997. Only 17 years later, many of the genomic technologies 
imagined in this movie are closer to reality, and the Broad has 
been a pioneer in advancing many of these techniques. To 
what extent does the science of “Gattaca” align with what 
we’ve learned about human genetics over those same years?

Come participate in a panel discussion led by David Altshuler 
to talk about how low-cost sequencing, rapid genomic test-
ing, big data analysis, and other technologies are influencing 
our understanding of ourselves, our health, human history, 
and even culture. Knowing what was possible 15 years ago, 
what might be possible 15 years from now? 

Trending now! | Room 306 
Leader: Jesse Boehm

Every year, there are amazing scientific presentations at the 
retreat that generate huge excitement and buzz; the discus-
sions continue out into the hallways and corridors! Some-
times, those talks are so great you’re left feeling like you 
need something more — more discussion, more questions, 
more answers, more insight.

This year we are going to try something new — a Day 2 
breakout organized on Day 1! During the first day, we’ll ask 
for your help to select the science that excited you the most 
and build a breakout session around this topic in real time. 
We don’t know what the topic will be until the afternoon of 
the retreat, but we do know it will be an exciting way to join 
in the latest and greatest scientific discussions — come join 
the experiment!



Storytelling: 10 years at the Broad | Room 309 
Leader: Chad Nusbaum

Stories from the history of the Broad: In a “Moth”-style 
format, storytellers with deep knowledge of the Broad will re-
veal mysteries, untold or forgotten, in an entertaining manner.

Data Commons and Integration | Room 310 
Leaders: Paul Clemons, Matthew Trunnell and  
Anthony Philippakis

The Broad Data Commonwealth represents a vision for 
scientific data access and interoperability across the Broad 
community. Imagine a Broad where all data are easily dis-
coverable, and where diverse data sets are made available 
through common services built upon strong privacy and secu-
rity controls. This breakout session will consider the technical 
and sociological aspects of this broad vision by first reviewing 
a specific architectural proposal for management and sharing 
of genomic data, and then discussing approaches to extend 
this service-based framework to facilitate analysis across 
other data types. Come and help us shape data access and 
integration at the Broad!

Partnering directly with patients for research  
Room 311 | Leaders: Eliezer Van Allen and Nik Wagle

The Broad has initiated the “Extraordinary Responders”  
project in Cancer — identifying patients who have remark-
able responses to specific drugs and performing genomic 
studies to understand why.  This represents a new approach 
that requires partnering directly with patients. We have 
gained some valuable insights into cancer, but we have 
also gained some surprising insights into the challenges of 
partnering directly with patients. 

Many projects require an industry partner. How do we  
identify and leverage the right industry partners?  How can 
you connect the right advocacy groups, and what are the 
challenges? What should patients recieve in return for part-
nering with a research project?  How can you use technology 
to find and engage patients, and how do you engage patients 
who may not have access to key technologies?

There are many challenges and many questions still unan-
swered. Come and learn about the Extraordinary Responders 
project, but more importantly, come prepared to join the 
town hall discussion of the challenges of partnering directly 
with patients.

2:30 – 4:30 PM
Sixth Plenary Session | Next Frontiers 
Chair: Anne Carpenter

2:30 | Lauren Woodruff 
Scalable and systematic engineering of biosynthetic pathways

2:45 | Alice Berger  
Next-generation discovery of lung adenocarcinoma somatic  
mutation biology

3:00 | Noam Shoresh 
CURSOR: A tool for visual exploration of genomic data

3:15 | Schraga Schwartz 
Charting the RNA epitranscriptome

3:30 | Jeff Farrell 
Spatial reconstruction of embryonic single-cell gene  
expression

3:45 | Evan Macosko 
Simultaneous analysis of 10,000 single-cell transcriptomes 
using DropSeq, a new droplet-based technology for single-
cell mRNA-seq

4:00 – 4:15 PM
Excellence Awards

4:15 – 4:30 PM
Closing Remarks | Eric Lander

5:30 – 7:30 PM
After-party  |  Second floor connector between  
415 Main Street and 75 Ames

In celebration of our tenth anniversary, the retreat commit-
tee cooked up a little something special. Please join us for 
Broad Appétit — a first-of-its-kind exploration of the delicious 
intersection of food and the sciences. In addition to plenty of 
food and drink, Broad Appétit will feature some of the most 
scientific minds in local artisan food. We’ll have Harvard  
microbiologist Rachel Dutton on hand to discuss the microbial 
ecosystems of cheese; Bryan Greenhagen, founder of Mystic 
Brewing, will share the microbial secrets of his award-win-
ning craft brews; master mixologist Sam Treadway, from our 
new neighbor Study, will distill the chemistry of the perfect 
cocktail; the Central Bottle team will take us on a journey 
from grape to glass; and Wyss Institute core member David 
Edwards will demonstrate some of the culinary gadgets from 
his latest venture: Café ArtScience. 


